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Renewable bio-BDO™ (bio-14-butanediol), produced by the Geno BDO™ process technology
from plant sugars instead of fossil feedstocks, is a major chemical intermediate that replaces
conventional fossil-based BDO for direct use in a f everyday materials and
consumer products, from spandex to shoes to plastics in cars and electronics.
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Statistics for release 132 (2024-03-27)
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The number of reactions given here is the number of reaction quartets.
This is release 2024_02 of UniProtKB, published on Wed Mar 27 2024. Unique reactions: 16,410 a

Unique reaction participants: 13,588

Total number of entries in this release of UniProtKB Reaction participants ©
Section Number of entries Number of entries Number of entries Type Participants Reactions
in total with an annotation update with a sequence update
UniProtKB 248,805,733 117,146,151 109 Small molecule (ChEB) 11,543 16,349
™ Reviewed (Swiss-Prot) 571,282 436,850 59 Macromolecule (Rhea) 1,793 2,935
Unreviewed (TrEMBL) 248,234,451 116,709,301 50 Polymer (Rhea) 252 292
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- [F& A EDEBEEFT—2 [EUncharacterized, ERITHEIRER THREEHETE (UniRuleF) A SN TUWSIEE
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Nakamura, Yuya, et al. "Targeted enzyme gene re-positioning: A computational approach for discovering alternative bacterial enzymes for the synthesis of plant-specific secondary metabolites."
Metabolic Engineering Communications 9 (2019): e00102. © 2024 digzyme Inc. 11
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